
WebENAR DataFest 2026
Information Session for Students and Mentors

Wednesday, November 19, 2026

Speakers:
Anarina Murillo, PhD, Brown University School of Public Health
Ziyi Li, PhD, The University of Texas MD Anderson Cancer Center
Liangliang Zhang, PhD, Case Western Reserve University School of Medicine



What is DataFest?

A competition for students to work together in teams on a real-world challenging 
research problem involving the analysis of a large data set.

Student teams (4 max) work with one of two datasets: NHANES dataset or genetic data 
for breast cancer. 

Students are paired with an assigned mentor during the project working window.

Learning goals: Students will gain hands-on experience in data analysis, teamwork, 
writing and presentation skills.
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Prizes

● Four teams will be invited to present at the ENAR 2026 Spring Meeting. 

● Each final four teams will receive
○ Individual team member certificates
○ Discounted Spring Meeting registration
○ Invitation for a 20-minute oral presentation as part of the ENAR DataFest 

Invited Session

● The most outstanding final presentation will receive the ENAR DataFest Award, 
which includes an additional monetary prize
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Who can participate? 

Students

● Current ENAR Members 

at start time of project

● Degree candidates  

(master’s or doctoral 

level)  

● Able to present at ENAR 

2026 Spring Meeting

Mentors

● Faculty or working 

professional available to 

meet weekly with 

student team December 

15, 2025 - January 26, 

2026

Judges

● Faculty of working 

professional available to 

review project 

submissions between 

January 26 - February 6, 

2026 and/or during the 

ENAR 2026 Spring 

Meeting
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Student, Mentor, and Judge Interest Forms Due!Dec. 5

Student teams paired with a mentor.Dec. 15

Project working window. Encourage weekly meetings 

with mentors.
Dec. 15 to Jan. 26

Student Project Submission Due!

Judges review submissions
Jan. 26

Final 4 winners announced and invited to attend ENAR!Feb. 9

Final 4 teams present at ENAR 2026 Spring Meeting.Mar. 16

Key Deadlines 
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Interest Forms Due Dec. 5, 2025 
Mentors or JudgesStudents
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DataFest Project Submission due Jan. 26, 2026 

5-page report

5-minute video

Abstract

GitHub repository with 
reproducible code

Link or text describing 
additional data source
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DataFest Project Option 1: NHANES Data in 
Public Health
The National Health and Nutrition Examination Survey (NHANES) data are widely used in public 

health and biomedical research, contributing to thousands of peer-reviewed studies that inform 

national health policy and clinical guidelines. 

A wide range of high-impact public health topics can be examined, including trends in obesity and 

diabetes, nutritional deficiencies, cardiovascular risk factors, environmental toxicants, infectious 

disease markers, oral health, mental health, aging, and social determinants of health.

Teams should develop their own hypothesis, perform rigorous data cleaning and analysis, and 

generate evidence-based insights using appropriate statistical or computational methods.
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https://pubmed.ncbi.nlm.nih.gov/?orig_db=PubMed&term=NHANES&cmd=search


Overview of NHANES Data

The NHANES program began in the early 1960s and has been conducted as a series of surveys focusing 
on different population groups or health topics. 
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In 1999, the survey became a 
continuous program that has a 
changing focus on a variety of 
health and nutrition measurements 
to meet emerging needs. The 
survey examines a nationally 
representative sample of about 
5,000 persons each year. These 
persons are located in counties 
across the country, 15 of which are 
visited each year.



Data Structure of NHANES Data
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1. The Demographics data 
group contains only 1 data 
sets, and should be part of all 
projects

2. The Dietary data group 
contains 14 data sets.

3. The Examination data group 
contains 11 data sets.

4. The Laboratory data group 
contains 36 data sets.

5. The Questionnaire data group 
also contains 37 data sets.

You are required to use variables taken from at least three different NHANES data sets. 
This must include the Demographics data set, in addition to two other data sets taken from 
at least one of four other available data groups (Examination, Dietary, Laboratory and 
Questionnaire).

https://wwwn.cdc.gov/nchs/nhanes/search/datapage.aspx?Component=Demographics&Cycle=2017-2020
https://wwwn.cdc.gov/nchs/nhanes/search/datapage.aspx?Component=Demographics&Cycle=2017-2020
https://wwwn.cdc.gov/nchs/nhanes/search/datapage.aspx?Component=Dietary&Cycle=2017-2020
https://wwwn.cdc.gov/nchs/nhanes/search/datapage.aspx?Component=Examination&Cycle=2017-2020
https://wwwn.cdc.gov/nchs/nhanes/search/datapage.aspx?Component=Laboratory&Cycle=2017-2020
https://wwwn.cdc.gov/nchs/nhanes/search/datapage.aspx?Component=Questionnaire&Cycle=2017-2020


Documentation of NHANES Data

● For example, the Demographic Variables and Sample Weights for NHANES 2017-March 2020 

are described here.

● Each NHANES data set is associated with a Doc File (which stands for Data Documentation, 

Codebook and Frequencies). For instance, here’s the one for Demographics in 2017-March 

2020. This file can be viewed online (it’s an HTML file) and it will tell you what variables are 

included in that data set.

● Each NHANES data set is available as a SAS transport file. For example, it’s the P_DEMO file 

for Demographics in 2017-March 2020, as you can see here.

● How to read XPT (SAS Transport) files in R? Try read_xpt function in the “haven” package.

● You can use the “nhanesA” package, but it might not include all information and recent years.

● For more information, please refer to the supporting materials.
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https://wwwn.cdc.gov/nchs/nhanes/search/datapage.aspx?Component=Demographics&Cycle=2017-2020
https://wwwn.cdc.gov/Nchs/Nhanes/continuousnhanes/doccontents.aspx
https://wwwn.cdc.gov/nchs/nhanes/search/datapage.aspx?Component=Demographics&Cycle=2017-2020
https://cran.r-project.org/web/packages/nhanesA/vignettes/Introducing_nhanesA.html
https://docs.google.com/document/d/14hLSSWZIjnrNQzlXICQKpLgTp39HWTU0/edit?usp=sharing&ouid=114308367043484987211&rtpof=true&sd=true


One published example using NHANES Data

The US NHANES contain information about demographics, blood pressure levels, hypertension 

status, antihypertensive medication usage, and co-morbidities for a sample of 59,799 

noninstitutionalized US adults collected between 1999 and 2020.

Which preventive strategies (e.g., smoking reduction, diet interventions, physical activity) would yield the greatest 

reduction in CVD burden at the national level?

The data can be downloaded from GitHub or accessed via the cardioStatsUSA R package. For both 

the file and information about the R package, see https://github.com/jhs-hwg/cardioStatsUSA.

● Documentation: https://jhs-hwg.github.io/cardioStatsUSA/reference/nhanes_data.html.

● Interactive exploration with a shiny app:  https://bcjaeger.shinyapps.io/nhanesShinyBP/

● Supporting paper:  https://doi.org/10.1161/hypertensionaha.123.20900
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https://github.com/jhs-hwg/cardioStatsUSA
https://jhs-hwg.github.io/cardioStatsUSA/reference/nhanes_data.html
https://bcjaeger.shinyapps.io/nhanesShinyBP/
https://doi.org/10.1161/hypertensionaha.123.20900


DataFest Project Option 2: Genomics Data in 
Cancer Research

Patient survival prediction remains a key challenge in cancer research, with implications for both risk 
stratification and treatment planning. Although TCGA data is publicly available, integrating multi-omics 
data for outcome prediction is still an open problem.

● This project invites teams to analyze TCGA breast cancer data (pre-downloaded from cBioPortal) to develop 
predictive models.

● The cBioPortal platform offers access to many additional datasets across various cancer types for deeper or 
broader analyses.

● While the main focus can be survival prediction, teams are encouraged to explore other questions in cancer biology 
and treatment.

Participants are urged to think creatively about using TCGA data to advance cancer modeling and 
prediction efforts.

13



14



15



TCGA Data Description

The dataset includes multiple datasheets that can be linked by patient ID and sample ID (note that one 
patient may have multiple samples). The datasheets include:

● Data_clinical_patient.txt: Contains clinical information about patients, including diagnosis, treatments received, age 
at diagnosis, overall survival time, and survival status.

● Data_clinical_sample.txt: Provides details about the tumor samples, such as the associated patient, tumor site, 
stage, and other sample-specific annotations.

● Data_methylation_promoters_rrbs.txt: Contains gene-level methylation data across samples.
● Data_mrna_illumina_microarray.txt: Includes normalized mRNA expression levels from Illumina microarrays.
● Data_mutation.txt: Contains mutation data for the tumor samples.

Accessing Additional TCGA Data: We encourage teams to explore and integrate additional datasets or 
analyze data from multiple cancer types available through the cBioPortal website 
(https://www.cbioportal.org/datasets).
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FAQ

1. Can teams include students from different institutions ?  yes

2. Do you need to be a student member to participate? You must be a member at the start time 
of the project in January. Membership fee for students is $25

3. What is the time expectation for mentors? We encourage meeting with student teams at least 
once a week between December 15, 2025 - January 26, 2026
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Thank you for your 
attention!

Hope you join us this 
year! 

More Info: 
https://www.enar.org/meetings/spring2026
/program/datafest_submission.cfm 

More Questions? Email us at enar@enar.org 
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https://www.enar.org/meetings/spring2026/program/datafest_submission.cfm
https://www.enar.org/meetings/spring2026/program/datafest_submission.cfm
mailto:enar@enar.org

